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T OUTAY TNy ITT00EA G0 TTOREY0URE EvT BIN0pooTIKD IBOKIKD epyaheio
Y10 TN BEATILION TNG KOTOWONDTG TG ASITOURYING Ty JETaROAKIY 0amy
KURIIG 010 ovBpTTva TpT

KdBe onpeio / bullet ovaTTopIoTd £va PE1aROATN Kol kEBe READG pIT
av1iGPaGT TTOU PTTopEl va 03nyNTe OT0Y ETTAMEVD JETOROMIN 1 OTny
ETTAMEYT OVTIBpOON £vag JeroROMKOU Gpopou. M auidy 1ov 1poTTo, ol
WETHROAKES cvIBpd eI PTTapoUY v Tu¢ JETHpEpOUY OTTd 10 &va Jépag
10U PETBROAITHO0 e Tav 810 TRATTD &TTW 10 METRA JTTOpE! vo oo TTdel
aTTa 11 I HE@IG NS TIOANG T8 Ko dhkn. O METEROAITUES kdvel OREIRIGC TO
{B10: PETHUOPPUIVE TOUG JETAROATES aTTO Tov £va TTov dhha, evi
TOUTAYPOVE TTOREKEN EVERYEID ) «BOMIKES HOVESEC» Y1 vl UTTOpETEl O
OpyoITuac v TrEpdyel 18 i8IE 1ou 1o quarankd.

EMRIBITIEE T8 fvi REVD Kl JeTopepBeite aTTd 11 yAUKAEN oTo CO4 a1n
olvBEDT) EvOg VEDU AMTEpo0 0EE0C oG TTPRITD OTTA GAN

AIAZKEAAZTE TO

WTTOpETE Vo pg oTelheTe To o¥OME TOg OO
metabolicpathways@nutr teithe gr

* Mapouaoialeral o Néog Mpoteivopevog MeTaBoAIkog
XAPTNG KATA TNV £i0000 OTNV EQAPHOYN).
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» KevTpikn) 0gAida Tou HETABOAIKOU XAPTN OTA EAANVIKA

HE TNV ava@opd TWV HETABOAIKWY 0dWV.



Inthe present site we offer an interactive learming tool in order to improve
the understanding of metabolic pathways mainly in the context of human
metaholism

Every point / bullet represents a metabolite and every arrow a reaction
that can lead you to the next metabolite or to the next reaction of a
metabolic pathway. This way, metabolic reactions can take you from one
part of metaholism to another in & similar way that an underground railway
can take you from one part of a city to the ather. Metabolism does the
same: it transforms metabolites from one to the other, eventually providing
energy or "building hlocks” for the arganism to produce its own
substances

Take a train, change lines and ride fram glucose to CO3 or to the
synthesis of & new fatty acid but most importantly:

HAVE FUN!

YOu can send us a comment at: metabolicpathways@nutr teithe gr

* Eicod0og o010 HeTAaBOAIKO XAPTN OTNV AYYAIKN
YAWoOoaQ.



» KevTpikn ogAida Tou HeTaBOAIKOU XapTtn oTa AyyAika.
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* EHQAVION TWV KWOIKOTTOINHEVWY TITAWV OTN KEVTPIKA
oeAida TNG EPAPHOYNG.
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ZUMHETEXEI OTIG HETARBOMKES 0B0oUC / avTIGPATEIC ;
u [Aukoveoyéveaon: Metagopd Tou ofaAoéikol OTo KUTOTTAQCHA

1 Kukhog tng oupiag
u ZUVDECT TOU KUKAOU TG oupiag HE ToV KUKAO TOU KITPIKOU 0&Eog

s Tpavoauivdan aoTrapayivikol ofEog

u To idlo 1o KEGG

* XapaKTNPIOTIKO TTAPAdEIYHA OTTOU TO ACTTAPAYIVIKO
ava@épeTal wg ASP kal TTpooAR Tou o€ diagpaveia.



Xwpog NMAorynong:
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FAUKOAUGN
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* EmiIAoyn TnNG emiIpépoug HETABOAIKNG 00U aTrd TO
mAQiolo TTAORYNONG.
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* To id10 oupBaivel Kal oTa ayyAIkd.



* AuvatoTnTa d1aXwpPITHOoU TWV HETARBOAIKWY 0dWV
OTNV KEVTPIKN O€Aida.
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id="navMap" class="active" style="position:absolute; z-index:1; margin-top:40px;">
img src="style/mainMap_ groups_EN.png" alt="Nav Map Image" name="navMapImg" width="845px" height="813px" usemap="#navMap"

<area
<area
<area
<area
<area
<area
<area
<area
<area
<area
<area
<area

<area

Huap id="navMap" name="navMap'>

id="navMapGlycogen" ormouseover="tooltip.show (' "'+strv4+'',150) ;" ocnmousecut="tooltip.hide() ;" class="" shape="]
id="navMapGlycolysis" ommouseover="tooltip.show (' "+strv2+'"',150) ;" ommousecut="tooltip.hide () ;" class="" shape-
id="navMapp_pentose" onmouseover="tooltip.show(''+strv7+'',150) ;" onmouseout="tooltip.hide() ;" class="" shape=
id="navMapglycolysis_shuttle" onmousecver='"tooltip.show(''+strv3+'',150) ;" ommousecut="tooltip.hide ()} ;" class="
id="navMapgluconeogenesis'" onmouseover="toeoltip.show (' '+strv5+'"',150) ;" onmousecut="tooltip.hide() ;" class=""
id="navMapacyl glycercl metabeolism" onmouseover="tooltip.show (' '+strvll+'’,150) ;" omnmouseout="toeltip.hide(} ;"
id="navMapFA biosynthesis" onmouseover="tooltip.show (' '+strvl3+'' 150) ;" ommoussont="tooltip.hide () ;" class=""
id="navMapb_oxidation" ommousecover="tooltip.show (' '+strvl2+'', 150) ;" ocrmouseout="tooltip.hide () ;" class="" =zha
id="navMapTCA" ommouseover="tooltip.show (' '+strv9+'',150) ;" onmouseout="tooltip.hide() ;" class="" shape="poly"
id="navMapketone_bodies" onmouseover="tooltip.show(''+strvl4+'',150) ;" omnmousecut="tooltip.hide() ;" class="" sl
id="navMapurea_cycle" omnmouseover="tooltip.show(''+strvl5+'",150) ;" onmousecut="toocltip.hide() ;" class="" chap:
id="navMaptransaminations" onmouseover="tooltip.show(''+strvl6+'',150) ;" onmouseout="toocltip.hide() ;" class=""
id="navMapGlycogen" ormouseover="tooltip.show(''+strv4+'',150) ;" ocnmousecut="tooltip.hide () ;" class="" shape="]

* Mapouoialeral n TTpoypauuaTIK d1adikacia £TiTeEUENGS TOU
ETTIMEPOUS DIAXWPITHOU TWV HETARBOAIKWY 0OWV.
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* XapaKTNPIOTIKO TTOPADEIYHA TNG ETTIMEPOUGS ETTIAOYNG OTIC
TPAVOAMNIVWOEIS OTTOU £1I0AABaV KaTa Tn BEATIWON TNG
£QPaPHOYNG.



* ETriong éva Trapddeiyya TnG ETTINEPOUG ETTIAOYNG, OTN
BloouvBeon TwV AITTAPWV OZEWV.
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- ATTOKpUYN XApTN ﬂ poBoAf TiTAwy

* MMpoOAN TOU OVOHATOG TNG OUCIAG XWPIG TNV ETIAOYA
OTO XAPTN, HE TNV XPOTN TOU onmouseover.
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<area id="mark8 c" class='"shCont groupll bxx' rel="str213 h" />
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<area id='mark9" onmouseover="tooltip.show(' ' +stre®+' ', 150);' onmoussout='tooltip.hide();" class='"shCont group? arr mark8 markl0 stre0 stre9' shape='rect' coords="414,23,42
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tooltip.
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tooltip.

tooltip.
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class="shCont group? arr mark8 markl0 stre0 stre® b' shaepe='rect' coords='430

hide() ;" class='"shCont group? bxx' shape='rect' coords="403,46,449,70" rel='strl07" />
hide() ;" class="shCont group? arr markl0 markl? stre0 strell" shape="rect' coords="422,6

=lass="shCont group? bxx" shape="rect" coords='"403,93,44%,117" rel="str32" />
hide() ;" class="shCont group? arr markl? markld strel strel3" shape="rect' coords="414,1
"tooltip.hide() ;" class='shCont group? arr markl4 markl? stre0 strel3 b' shape='rect' coords
hide() ;" =lass='"shCont group? bxx' shape='rect' coords="403,139,44%,163" rel="str108" /=

hide() ;" <¢lass="shCont group2 arr markld markl8 stre0 strelb" shape="poly"
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hide() ;" <lass="shCont group2 arr marklé mark20 stre0 strell" shape="rect" <oords='453,
hide() ;" <lass='"shCont group2 bxx' shape='rect' coords="439,234,476,258" rel="strlll" i=
hide() ;" clas shCont group2 arr mark20 mark22 stre( stre2l" shape="rect" coords="453,
hide() ;" class="shCont group? bxx' shape='"rect" coords="439,277,476,301" rel="strll2" />
hide() ;" class="shCont group2 arr mark22 mark24 strel stre23 " shape="rect' coords="453
hide() ;" class="shCont group? bxx' shape='"rect" coords="439,320,476,344" rel="str1l3" />
hide() ;" class="shCont group2 arr mark24 mark2§ strel stre25 " shape='"rect' coords="453
hide() ;" class="shCont group? bxx' shape='"rect" coords="43%9,363,476,387" rel="strlld" />
hide() ;" claszss="shCont group2 arr mark26 mark28 strel stre27 " shape="rect" coords="44§
zlass="shCont group? arr mark28 mark2é " shaps="rect" <oords='"460,386,469,
hide() ;" class="shCont group2 hxx' shaps='"rect' coords="439,406,476,430" rel="stxr233" />
hide() ;" clas shCont group2 arr mark28 mark30 streQ stre2? " shape="rect" coords="475
hide() ;" class="shCont group2 hxx' shaps='"rect' coords="499,406,536,430" rel="stxr204" />

* Eilcaywyn Tou onmouseover Twv ousiwyV OTO
TTPOYPAHHATIOTIKO OKEAOG.
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TeAIKO TTPOIOV TG YAUKOVEOYEVEDNG

ZUMHETEXEI OTIG HETOR! £€¢ 0500G / aVTISPAOTEIG :
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» Klkhog Cori

u KUKAOG YAUKGING - ahavivig

u To iblo g10 KEGG

KEGG COMPOUND: C00031

C ff © wwwkegg.jp/dt

K[cc COMPOUND: C00031

Entry 00031 Compound
Name D-Glucose;

Grape sugar;

Dextrose;

Glucose;

D-Glucopyranose

Formula C6H1206
Exact mass|180.0634
Mol weight(180.1559

Structure
0., OH
e
HO™ [ “OH

OH
Co0031

Mol file KCF file DB search Jmol KegD

Remark Same as: D00009

Comment alpha-D-Glucose [CPD:C00267]

beta-D-Glucose [CPD:C00221]

Reaction [R00010 R00015 R00049 R00063 R0O02
03 R00304 R00305 R00306 ROO3

©

7T R

wwwkegg.jp/dbget-bin/www_bget?cpd:C00031

* EmiIAoyn NG ouciag ,TpoBoAR TNG o€ dla@AvEIa Kal
TTAPATTOMTIA OTOV I0TOTOTTO Kegg.
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ATTARPUYN ¥ORTH MpooAr ritAuwy

W Avridpaon Tou eviupou: E¢okivdan /

- d FAukokivdon
Fhuksin 0 &-Quadopx yhursly
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<=, ANTIAPAIH

s O emapevac perafiahime me yhukdhuong shar anpeio
Binoradpwong perafoikoy ooy

L] ™ s To &viupo Eokvdon umdkero piBpion
LILJL 4
s To ifuo 1o KEGG
LILJL
SE oléle % KEGG REACTION; RO1766 X
C' N | [ www.genome . jp/dbget-binwwiy_boet?RO1786 e B =

-

K[cc REACTION: RO1786

Help

Entry 01786 Reaction

Hame ATP:alpha-D-glucose G-phosphotransferase

Definition|ATF + alpha-D-Glucose <= ADP + alpha-D-Glucose 6-phosphate

4 Equation |c0000Z + cO0Z67 <=> 00008 + COOGER
o~ oo
H - oH
ERTZE coaues
D O JOSLA o N I PR NPy L
Ho-p-o—p-0-F-0" TN Ho-#-0-#-0"( 7~ WZ'T
CICE IR o S R s
coonnz <oauns
RPair RpO0003  COO00Z_cO0008 main [RC:RCO0O00Z]

RPO0Z16 €O0Z67_cO0668 main [RC:RCOD017]
RPOE708  ©O0002Z_cO06ES brans

Enzyme Bl 2Tl

Pathway rn00010 Glycolysis / Gluconeogenesis
rn00052 Galactose metabolism

rn00500 Starch and sucrose metsholism

rn00520 2mino sugar and nuclectide sugar metsbolism
rn01100 Metsholic pathways
rn01110 Bicsynthesis of secondary metabolites

* H rapatravw diadikaoia kal o€ v UMIKN avTidpaon.
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var

var

var

var

var

markeé_t

mark7_t

mark8 b t

mark9_t =

mark0S_t

mark9 b t

'<a href="#" id="marké" class="shCont groupl arr markd markl stre0 stre6 ">'+strdl+'</a>'+

'<brr<a href=" http://www.genome.jp/dbget-bin/www bget?cpd:C00025 ™ target=" blank">"+strml+'</a></span>";
'<span>' + antidrasivar +

'<a href="#" id="markl" class="gshCont groupl baxx">"+strmlO+''+strS9+'</a>"+

'<br><a href=" http://www.gencome.jp/dbget-bin/www _bget?rn:R00292 ™ target=" blank">'+strml+’'</a></span>';
'<gpan>" + antidrasivar +

'<a href="#" id="markl0" class="shCont groupZ bzx" rel=""+strl07+'">"+strig+"</a>"+

'<a href="#" id="markd4" class="poit groupl arr mark3 markl0 strel stred ">'+strds+'</ax"+

'<br><a href=" http://www.genome.]jp/dbget-bin/www_bget?RO0558 " target="_blank™> +strml+'</a></span>';

O 1

tiepanr<dbo et el b b s b abpm ikt ot

'wa href="#" id="mark5" class="shCont groupZ arr mark8 markl0 strel stred ">"+grpstriat’</a>'+

'<a href="#" id="mark8_b" class="shCont groupZ bxx" rel=""+strZl3+"">"+str2l3+'</a>"+

'<brs<a href="http://www.kegg. jp/dbget-bin/www bget?cpd:CO0031" target=" blank">"+strml+'</a></span=';
'edive<h>"+str213+" </be</div> T+

'<gpan>" + antidrasivar +

'<a href="#" id="mark8" class="szhCont groupZ bxx" rel="strl0e">"+ztrllic+’'</a>"+

'<a href="#" id="mark30" class="shCont group2 bxx" rel="str204">"+str204+'</a></span>";

'<span>' + antidrasivar +

'wa href="#" id="markl0"™ claszs="shCont groupz brx"rel=""+atrl07+"">"+3tri3+ ' </a>"+

'<brr<a href="#" id="mark09" class="shCont groupZ brx"rel=""+strmlZ+'"+stred+'">"+ztrmlla+’ "+a3trelS+" "+atrm
'<brr»<a href="http://www.genome.jp/dbget-bin/www bget?R01786" target=" blank">"+strml+'</a></span>";
'<spanx<dive<b>"'+strmld+"</bx</div>"+

'wdive'+strmldat’ </diveT+

'<div style="margin-left:15px">"+3trl07+"</divy’

'<a href="#" id="mark?" class="ghCont groupZ arr mark8 markl0 strel stred ">'+otrml3+'</ar</span>';
'<span>" + antidrasivar +

* Eicaywyn tng 81eUuvong yia TNV TTAPATTOMTTA OTO
Kegg.



NapaTiBeTal n dieuBuvon TNC EPAPPOYNC
Tou Neou lMpoTelvopevou MetaBoAikou
XapTn:

www.metabolicpathways.teithe.gr



